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<400> 1 
atggatgcaa 


aagctcgaaa 


ttgtttgctt 


caacatagag 


aagctctgga 


aaaggacatc 


60 


aagacatcct 


acatcatgga 


tcacatgatt 


agtgatggat 


ttttaacaat 


atcagaagag 


120 


gaaaaagtaa 


gaaatgagcc 


cactcaacag 


caaagagcag 


ctatgctgat 


taaaatgata 


180 


cttaaaaaag 


ataatgattc 


ctacgtatca 


ttctacaatg 


ctctactaca 


tgaaggatat 


240 


aaagatcttg 


ctgcccttct 


ccatgatggc 


attcctgttg 


tctcttcttc 


cagtggtaaa 


300 


gattcagtta 


gtggaataac 


ttcgtatgta 


aggacagtcc 


tgtgtgaagg 


tggagtacca 


360 


cagaggccag 


ttgtttttgt 


cacaaggaag 


aagctggtga 


atgcaattca 


gcagaagctc 


420 


tccaaattga 


aaggtgaacc 


aggatgggtc 


accatacatg 


gaatggcagg 


ctgtgggaag 


480 


tctgtattag 


ctgcagaagc 


tgttagagat 


cattcccttt 


tagaaggttg 


tttcccaggg 


540 


ggagtgcatt 


gggtttcagt 


tgggaaacaa 


gacaaatctg 


ggcttctgat 


gaaactgcag 


600 


aatctttgca 


cacggttgga 


tcaggatgag 


agtttttccc 


agaggcttcc 


acttaatatt 


660 


gaagaggcta 


aagaccgtct 


ccgcattctg 


atgcttcgca 


aacacccaag 


gtctctcttg 


720 


atcttggatg 


atgtttggga 


ctcttgggtg 


ttgaaagctt 


ttgacagtca 


gtgtcagatt 


780 


cttcttacaa 


ccagagacaa 


gagtgttaca 


gattcagtaa 
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tgggtcctaa 


atatgtagtc 


840 



cctgtggaga 


gttccttagg 


aaaggaaaaa 


ggacttgaaa 


ttttatccct 


ttttgttaat 


900 


atgaagaagg 


cagatttgcc 


agaacaagct 


catagtatta 


taaaagaatg 


taaaggctct 


960 


ccccttgtag 


tatctttaat 


tggtgcactt 


ttacgtgatt 


ttcccaatcg 


ctgggagtac 


1020 


tacctcaaac 


agcttcagaa 


taagcagttt 


aagagaataa 


ggaaatcttc 


gtcttatgat 


1080 


tatgaggctc 


tagatgaagc 


catgtctata 


agtgttgaaa 


tgctcagaga 


agacatcaaa 


1140 


gattattaca 


cagatctttc 


catccttcag 


aaggacgtta 


aggtgcctac 


aaaggtgtta 


1200 


tgtattctct 


gggacatgga 


aactgaagaa 


gttgaagaca 


tactgcagga 


gtttgtaaat 


1260 


aagtctcttt 


tattctgtga 


tcggaatgga 


aagtcgtttc 


gttattattt 


acatgatctt 


1320 


caagtagatt 


ttcttacaga 


gaagaattgc 


agccagcttc 


aggatctaca 


taagaagata 


1380 


atcactcagt 


ttcagagata 


tcaccagccg 


catactcttt 


caccagatca 


ggaagactgt 


1440 


atgtattggt 


acaactttct 


ggcctatcac 


atggccagtg 


ccaagatgca 


caaggaactt 


1500 


tgtgctttaa 


tgttttccct 


ggattggatt 


aaagcaaaaa 


cagaacttgt 


aggccctgct 


1560 


catctgattc 


atgaatttgt 


ggaatacaga 


catatactag 


atgaaaagga 


ttgtgcagtc 


1620 


agtgagaatt 


ttcaggagtt 


tttatcttta 


aatggacacc 


ttcttggacg 


acagccattt 


1680 


cctaatattg 


tacaactggg 


tctctgtgag 


ccggaaactt 


cagaagttta 


tcagcaagct 


1740 


aagctgcagg 


ccaagcagga 


ggtcgataat 


ggaatgcttt 


acctggaatg 


gataaacaaa 


1800 


aaaaacatca 


cgaatctttc 


ccgcttagtt 


gtccgccccc 


acacagatgc 


tgtttaccat 


1860 


gcctgctttt 


ctgaggatgg 


tcagagaata 


gcttcttgtg 


gagctgataa 


aaccttacag 


1920 


gtgttcaaag 


ctgaaacagg 


agagaaactt 


ctagaaatca 


aggctcatga 


ggatgaagtg 


1980 


ctttgttgtg 


cattctctac 


agatgacaga 


tttatagcaa 


cctgctcagt 


ggataaaaaa 


2040 


gtgaagattt 


ggaattctat 


gactggggaa 


ctagtacaca 


cctatgatga 


gcactcagag 


2100 


caagtcaatt 


gctgccattt 


caccaacagt 


agtcatcatc 


ttctcttagc 


cactgggtca 


2160 


agtgactgct 


tcctcaaact 


ttgggatttg 


aatcaaaaag 


aatgtcgaaa 


taccatgttt 


2220 


ggtcatacaa 


attcagtcaa 


tcactgcaga 


ttttcaccag 


atgataagct 


tttggctagt 


2280 


tgttcagctg 


atggaacctt 


aaagctttgg 


gatgcgacat 


cagcaaatga 


gaggaaaagc 


2340 


attaatgtga 


aacagttctt 


cctaaatttg 


gaggaccctc 


aagaggatat 


ggaagtgata 


2400 


gtgaagtgtt 


gttcgtggtc 


tgctgatggt 


gcaaggataa 


tggtggcagc 


aaaaaataaa 


2460 


atctttcttt 


ttgacattca 


tactagtggc 


ctattgggag 


aaatccacac 


gggccatcac 


2520 


agcaccatcc 


agtactgtga 


cttctcccca 


caaaaccatt 


tggcagtggt 


tgctttgtcc 


2580 


cagtactgtg 


tagagttgtg 


gaatacagac 


tcacgttcaa 


aggtggctga 


ttgcagagga 


2640 


catttaagtt 


gggttcatgg 


tgtgatgttt 


tctcctgatg 


gatcatcatt 


tttgacatct 


2700 


tctgatgacc 


agacaatcag 


gctctgggag 


acaaagaaag 
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tatgtaagaa 


ctctgctgta 


2760 



atgttaaagc 


aagaagtaga 


tgttgtgttt 


caagaaaatg 


aagtgatggt 


ccttgcagtt 


2820 


gaccatataa 


gacgtctgca 


actcattaat 


ggaagaacag 


gtcagattga 


ttatctgact 


2880 


gaagctcaag 


ttagctgctg 


ttgcttaagt 


ccacatcttc 


agtacattgc 


atttggagat 


2940 


gaaaatggag 


ccattgagat 


tttagaactt 


gtaaacaata 


gaatcttcca 


gtccaggttt 


3000 


cagcacaaga 


aaactgtatg 


gcacatccag 


ttcacagccg 


atgagaagac 


tcttatttca 


3060 


agttctgatg 


atgctgaaat 


tcaggtatgg 


aattggcaat 


tggacaaatg 


tatctttcta 


3120 


cgaggccatc 


aggaaacagt 


gaaagacttt 


agactcttga 


aaaattcaag 


actgctttct 


3180 


tggtcatttg 


atggaacagt 


gaaggtatgg 


aatattatta 


ctggaaataa 


agaaaaagac 


3240 


tttgtctgtc 


accagggtac 


agtactttct 


tgtgacattt 


ctcacgatgc 


taccaagttt 


3300 


tcatctacct 


ctgctgacaa 


gactgcaaag 


atctggagtt 


ttgatctcct 


tttgccactt 


3360 


catgaattga 


ggggccacaa 


cggctgtgtg 


cgctgctctg 


ccttctctgt 


ggacagtacc 


3420 


ctgctggcaa 


cgggagatga 


caatggagaa 


atcaggatat 


ggaatgtctc 


aaacggtgag 


3480 


cttcttcatt 


tgtgtgctcc 


gctttcagaa 


gaaggagctg 


ctacccatgg 


aggctgggtg 


3540 


actgaccttt 


gcttttctcc 


agatggcaaa 


atgcttatct 


ctgctggagg 


atatattaag 


3600 


tggtggaacg 


ttgtcactgg 


ggaatcctca 


cagaccttct 


acacaaatgg 


aaccaatctt 


3660 


aagaaaatac 


acgtgtcccc 


tgacttcaaa 


acatatgtga 


ctgtggataa 


tcttggtatt 


3720 


ttatatattt 


tacagacttt 


agaataa 
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<210> 2 

<211> 1248 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asp Ala Lys Ala Arg Asn Cys Leu Leu Gin His Arg Glu Ala Leu 
1 5 10 15 



Glu Lys Asp lie Lys Thr Ser Tyr lie Met Asp His Met lie Ser Asp 
20 25 30 



Gly Phe Leu Thr lie Ser Glu Glu Glu Lys val Arg Asn Glu Pro Thr 
35 40 45 



Gin Gin Gin Arg Ala Ala Met Leu lie Lys Met lie Leu Lys Lys Asp 
50 " 55 60 



Asn Asp Ser Tyr val Ser Phe Tyr Asn Ala Leu Leu His Glu Gly Tyr 
65 70 75 80 



Lys Asp Leu 



Ala Ala Leu Leu His Asp Gly lie 
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Pro val Val Ser Ser 



85 



90 



95 



Ser Ser Gly Lys Asp Ser val Ser Gly lie Thr Ser Tyr Val Arg Thr 
100 105 110 

val Leu Cys Glu Gly Gly val Pro Gin Arg Pro val Val Phe val Thr 
115 120 125 

Arg Lys Lys Leu val Asn Ala lie Gin Gin Lys Leu Ser Lys Leu Lys 
130 135 140 

Gly Glu Pro Gly Trp Val Thr lie His Gly Met Ala Gly Cys Gly Lys 
145 150 155 160 

Ser val Leu Ala Ala Glu Ala val Arg Asp His Ser Leu Leu Glu Gly 
165 170 175 

Cys Phe Pro Gly Gly val His Trp val Ser Val Gly Lys Gin Asp Lys 
180 185 190 

Ser Gly Leu Leu Met Lys Leu Gin Asn Leu Cys Thr Arg Leu Asp Gin 
195 200 205 

Asp Glu Ser Phe Ser Gin Arg Leu Pro Leu Asn lie Glu Glu Ala Lys 
210 215 220 

Asp Arg Leu Arg lie Leu Met Leu Arg Lys His Pro Arg ser Leu Leu 
225 * 230 235 240 

lie Leu Asp Asp val Trp Asp Ser Trp val Leu Lys Ala Phe Asp Ser 
245 250 255 

Gin Cys Gin lie Leu Leu Thr Thr Arg Asp Lys Ser val Thr Asp Ser 
260 265 270 

Val Met Gly Pro Lys Tyr val val Pro Val Glu ser Ser Leu Gly Lys 
275 280 285 

Glu Lys Gly Leu Glu lie Leu Ser Leu Phe val Asn Met Lys Lys Ala 
290 295 300 

Asp Leu Pro Glu Gin Ala His Ser lie lie Lys Glu Cys Lys Gly Ser 
305 310 315 320 

pro Leu val val ser Leu lie Gly Ala Leu Leu Arg Asp Phe Pro Asn 
325 330 335 



Arg Trp Glu Tyr Tyr Leu Lys Gin Leu Gin Asn Lys Gin Phe Lys Arg 
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340 



345 



350 



lie Arg Lys Ser Ser Ser Tyr Asp Tyr Glu Ala Leu Asp Glu Ala Met 
355 360 365 

Ser lie Ser Val Glu Met Leu Arg Glu Asp lie Lys Asp Tyr Tyr Thr 
370 375 380 

Asp Leu Ser lie Leu Gin Lys Asp val Lys Val Pro Thr Lys val Leu 
385 390 395 400 

Cys lie Leu Trp Asp Met Glu Thr Glu Glu Val Glu Asp lie Leu Gin 
405 410 415 

Glu Phe val Asn Lys Ser Leu Leu Phe Cys Asp Arg Asn Gly Lys Ser 
420 425 ~ 430 

Phe Arg Tyr Tyr Leu His Asp Leu Gin Val Asp Phe Leu Thr Glu Lys 
435 440 445 

Asn Cys Ser Gin Leu Gin Asp Leu His Lys Lys lie lie Thr Gin Phe 
450 455 460 

Gin Arg Tyr His Gin Pro His Thr Leu Ser Pro Asp Gin Glu Asp Cys 
465 ' 470 475 480 

Met Tyr Trp Tyr Asn Phe Leu Ala Tyr His Met Ala Ser Ala Lys Met 
485 490 495 

His Lys Glu Leu Cys Ala Leu Met Phe Ser Leu Asp Trp lie Lys Ala 
500 505 510 

Lys Thr Glu Leu val Gly Pro Ala His Leu lie His Glu Phe Val Glu 
515 * 520 525 

Tyr Arg His lie Leu Asp Glu Lys Asp Cys Ala val Ser Glu Asn Phe 
530 535 540 

Gin Glu Phe Leu Ser Leu Asn Gly His Leu Leu Gly Arg Gin Pro Phe 
545 550 555 560 

Pro Asn lie val Gin Leu Gly Leu Cys Glu Pro Glu Thr Ser Glu val 
565 570 575 

Tyr Gin Gin Ala Lys Leu Gin Ala Lys Gin Glu val Asp Asn Gly Met 
580 585 590 



Leu Tyr Leu Glu Trp lie Asn Lys Lys Asn lie Thr Asn Leu Ser Arg 
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595 



600 



605 



Leu val val Arg Pro His Thr Asp Ala val Tyr His Ala Cys Phe Ser 
610 615 620 

Glu Asp Gly Gin Arg lie Ala Ser Cys Gly Ala Asp Lys Thr Leu Gin 
625 630 635 640 

val Phe Lys Ala Glu Thr Gly Glu Lys Leu Leu Glu lie Lys Ala His 
645 650 655 

Glu Asp Glu Val Leu Cys Cys Ala Phe Ser Thr Asp Asp Arg Phe lie 
660 665 670 

Ala Thr Cys Ser val Asp Lys Lys Val Lys lie Trp Asn Ser Met Thr 
675 680 685 

Gly Glu Leu Val His Thr Tyr Asp Glu His Ser Glu Gin val Asn Cys 
690 695 700 

Cys His Phe Thr Asn ser Ser His His Leu Leu Leu Ala Thr Gly Ser 
705 710 715 720 

Ser Asp Cys Phe Leu Lys Leu Trp Asp Leu Asn Gin Lys Glu Cys Arg 
725 730 735 

Asn Thr Met Phe Gly His Thr Asn Ser val Asn His Cys Arg Phe Ser 
740 745 750 

Pro Asp Asp Lys Leu Leu Ala Ser Cys Ser Ala Asp Gly Thr Leu Lys 
755 760 765 

Leu Trp Asp Ala Thr Ser Ala Asn Glu Arg Lys Ser lie Asn val Lys 
770 775 780 

Gin Phe Phe Leu Asn Leu Glu Asp Pro Gin Glu Asp Met Glu val lie 
785 790 795 800 

val Lys Cys Cys Ser Trp Ser Ala Asp Gly Ala Arg lie Met val Ala 
805 810 ~ 815 

Ala Lys Asn Lys lie Phe Leu Phe Asp lie His Thr Ser Gly Leu Leu 
820 825 830 

Gly Glu lie His Thr Gly His His Ser Thr lie Gin Tyr cys Asp Phe 
835 840 845 



ser Pro Gin Asn His Leu Ala val Val Ala Leu Ser Gin Tyr Cys Val 
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850 855 860 

Glu Leu Trp Asn Thr Asp Ser Arg Ser Lys val Ala Asp Cys Arg Gly 
865 870 875 880 

His Leu Ser Trp val His Gly val Met Phe Ser Pro Asp Gly Ser ser 
885 890 895 

Phe Leu Thr ser Ser Asp Asp Gin Thr lie Arg Leu Trp Glu Thr Lys 
900 905 910 

Lys val Cys Lys Asn Ser Ala val Met Leu Lys Gin Glu val Asp val 
915 920 925 

Val Phe Gin Glu Asn Glu val Met val Leu Ala val Asp His lie Arg 
930 935 940 

Arg Leu Gin Leu lie Asn Gly Arg Thr Gly Gin lie Asp Tyr Leu Thr 
945 950 ~ 955 960 

Glu Ala Gin val Ser Cys Cys Cys Leu Ser Pro His Leu Gin Tyr lie 
965 970 975 

Ala Phe Gly Asp Glu Asn Gly Ala lie Glu lie Leu Glu Leu Val Asn 
980 985 990 

Asn Arg lie Phe Gin Ser Arg Phe Gin His Lys Lys Thr val Trp His 
995 1000 1005 

lie Gin Phe Thr Ala Asp Glu Lys Thr Leu lie Ser Ser Ser Asp 
1010 1015 1020 

Asp Ala Glu lie Gin val Trp Asn Trp Gin Leu Asp Lys Cys lie 
1025 1030 1035 

Phe Leu Arg Gly His Gin Glu Thr val Lys Asp Phe Arg Leu Leu 
1040 1045 1050 

Lys Asn Ser Arg Leu Leu Ser Trp ser Phe Asp Gly Thr val Lys 
1055 1060 1065 

val Trp Asn lie lie Thr Gly Asn Lys Glu Lys Asp Phe Val Cys 
1070 1075 1080 

His Gin Gly Thr val Leu Ser Cys Asp lie Ser His Asp Ala Thr 
1085 1090 1095 

Lys Phe Ser Ser Thr ser Ala Asp Lys Thr Ala Lys lie Trp Ser 
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1100 1105 1110 

Phe Asp Leu Leu Leu Pro Leu His Glu Leu Arg Gly His Asn Gly 
1115 1120 1125 

cys val Arg Cys Ser Ala Phe Ser Val Asp Ser Thr Leu Leu Ala 
1130 ~ 1135 1140 

Thr Gly Asp Asp Asn Gly Glu lie Arg lie Trp Asn Val Ser Asn 
1145 1150 1155 

Gly Glu Leu Leu His Leu Cys Ala Pro Leu Ser Glu Glu Gly Ala 
1160 1165 1170 

Ala Thr His Gly Gly Trp Val Thr Asp Leu Cys Phe Ser Pro Asp 
1175 1180 1185 

Gly Lys Met Leu lie Ser Ala Gly Gly Tyr lie Lys Trp Trp Asn 
1190 1195 1200 

Val Val Thr Gly Glu Ser Ser Gin Thr Phe Tyr Thr Asn Gly Thr 
1205 1210 1215 

Asn Leu Lys Lys lie His val Ser Pro Asp Phe Lys Thr Tyr val 
1220 1225 1230 

Thr val Asp Asn Leu Gly lie Leu Tyr lie Leu Gin Thr Leu Glu 
1235 1240 1245 



<210> 3 

<211> 438 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Asp Ala Lys Ala Arg Asn Cys Leu Leu Gin His Arg Glu Ala Leu 
1 5 10 15 

Glu Lys Asp lie Lys Thr Ser Tyr lie Met Asp His Met lie Ser Asp 
20 25 30 

Gly Phe Leu Thr lie Ser Glu Glu Glu Lys val Arg Asn Glu Pro Thr 
35 40 45 

Gin Gin Gin Arg Ala Ala Met Leu lie Lys Met He Leu Lys Lys Asp 
50 55 60 

Asn Asp ser Tyr val Ser Phe Tyr Asn Ala Leu Leu His Glu Gly Tyr 
65 70 75 80 

Page 8 



Lys Asp Leu Ala Ala Leu Leu His Asp Gly lie Pro Val Val Ser ser 
85 90 95 

Ser Ser Gly Lys Asp Ser val Ser Gly lie Thr Ser Tyr Val Arg Thr 
100 105 110 

val Leu cys Glu Gly Gly val Pro Gin Arg Pro val val Phe val Thr 
115 120 125 

Arg Lys Lys Leu val Asn Ala lie Gin Gin Lys Leu Ser Lys Leu Lys 
130 135 140 

Gly Glu Pro Gly Trp val Thr lie His Gly Met Ala Gly Cys Gly Lys 
145 150 155 * 160 

Ser val Leu Ala Ala Glu Ala val Arg Asp His Ser Leu Leu Glu Gly 
165 170 175 

Cys Phe Pro Gly Gly val His Trp val Ser Val Gly Lys Gin Asp Lys 
180 185 190 

Ser Gly Leu Leu Met Lys Leu Gin Asn Leu Cys Thr Arg Leu Asp Gin 
195 200 205 

Asp Glu ser Phe Ser Gin Arg Leu Pro Leu Asn lie Glu Glu Ala Lys 
210 215 220 

Asp Arg Leu Arg lie Leu Met Leu Arg Lys His Pro Arg Ser Leu Leu 
225 230 235 240 

lie Leu Asp Asp val Trp Asp Ser Trp val Leu Lys Ala Phe Asp ser 
245 250 255 

Gin cys Gin lie Leu Leu Thr Thr Arg Asp Lys Ser val Thr Asp Ser 
260 265 270 

val Met Gly Pro Lys Tyr Val Val Pro val Glu Ser Ser Leu Gly Lys 
275 280 285 

Glu Lys Gly Leu Glu lie Leu Ser Leu Phe Val Asn Met Lys Lys Ala 
290 295 300 

Asp Leu Pro Glu Gin Ala His Ser lie lie Lys Glu Cys Lys Gly ser 
305 310 315 320 



Pro Leu Val Val Ser Leu lie Gly Ala Leu Leu Arg Asp Phe Pro Asn 
325 330 ~ 335 
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Arg Trp Glu Tyr Tyr Leu Lys Gin Leu Gin Asn Lys Gin Phe Lys Arg 

340 * 345 350 

lie Arg Lys Ser Ser Ser Tyr Asp Tyr Glu Ala Leu Asp Glu Ala Met 

355 360 365 

Ser lie ser val Glu Met Leu Arg Glu Asp lie Lys Asp Tyr Tyr Thr 

370 375 380 

Asp Leu Ser lie Leu Gin Lys Asp Val Lys Val Pro Thr Lys val Leu 

385 390 395 400 

cys lie Leu Trp Asp Met Glu Thr Glu Glu val Glu Asp lie Leu Gin 

405 410 415 

Glu Phe val Asn Lys Ser Leu Leu Phe Cys Asp Arg Asn Gly Lys Ser 

420 425 430 



Phe Ser Leu Leu Phe Thr 
435 
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